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BIOMARCADORES

Biomarcadores
en sangre

PBMCs

Suero | - Andlisis multiple de

proteinasy protedmica

- Citometria de flujo /masas
| - Firmas genéticas

- Epigendémica

- Secuenciacién TCR/BCR

‘ Tumor fresco

- Xenoinjertos

- Citometria de flujo /masas

‘ Tumor congelado

- Analisis multiple de
proteinasy protedmica
- Firmas genéticas

- Epigendmica

- Prediccion neoantigenos

- Secuenciacién TCR/BCR

‘ Tumor en parafina

-Inmunohistoquimica
multiparamétrica

Berraondo P et al. Cancer y Sistema Inmunoldgico. 2018
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BIOMARCADORES EN EL TUMOR

B Moderate: Immune evasion

D Strong: Intense cytolytic activity

umor Mutation Burden (TMB)

-

A Reduced: Lack of immunogenicity

C Moderate: Stromal/endothelial TME
T-cell=inflamed Gene Expression Profile (GEP)
Cristescu R et al. Science. 2018
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tumor cell (low TMB/
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Immunogenic tumor
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CD28 expression

BIOMARCADORES EN SANGRE

21 year-old 90 year-old

18% 22%

CD27 expression

Zuazu-Ibarra M AC et al. bioRxiv. 2018 May 11
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Tuo percentages from baseline to post-15t cycle
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Zuazu-Ibarra M AC et al.

BIOMARCADORES EN SANGRE

T, dynamic changes from baseline to post-1%t cycle
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B Hyper-progressors
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bioRxiv. 2018 May 11
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Sanmamed MF et al. Ann Oncol. 2017 Jun 8. doi: 10.1093/annonc/mdx190. .
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ROC analysis of NIVO-based therapy from pooled study data identified 23 pg/mL as an IL-8
threshold that could be used to enrich for pts who may be more likely to benefit from 1-O.

Sanmamed MF et al. Ann Oncol. 2017 Jun 8. doi: 10.1093/annonc/mdx190.
Melero I et al. 2018 ASCO Annual Meeting. Abstract 3025.
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